Table S1. Oligonucleotides used in this study

Primer | 5’-3’ sequence Use
Strains construction
AgcvB itetfor  GTCCGTTGAGCTTCTACCAGCAAATACCTATAGTGGCGGCACctagacatcattaattccta Construction
AgcvB tetrev. CGATCGCAAGGTAAAAAAAAGCACCGCAATTAGGCGGTGCTgaagctaaatcettctttatcg AgcvB ::tet
allele
AgcvB kanfor  GTCCGTTGAGCTTCTACCAGCAAATACCTATAGTGGCGGCACaaagccacgttgtgtctcaa | Construction
AgcvB kanrev CGATCGCAAGGTAAAAAAAAGCACCGCAATTAGGCGGTGCTttagaaaaactcatcgage AgevB ::kan
allele
5’Ptet-phoP GATAGAGATTGACATCCCTATCAGTGATAGAGATACTGAGCACacactattttaataattaag | Construction
acaggg Ptet-phoP-
3 phoP-lacZ TAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACcgcattgtcttcaacaaccag lacZ fusion
phoPmutR3for |ACCTGACGCTTTTTATCGCAACTCTCTACTGTTTCTCCATacactattttaataattaactgtegga | Construction
gaaataaaaatgcgegtactgg Ppap-
phoPmutR3-
lacZ fusion
5’PlmgtA GCGAAGCGGCATGCATTTACGTTGACACCATCGAATGGCGCgtgcattcagcaatgggtaaa | Construction
gtc Pl-mgt{l—
3I’mgtA-lacZz  |[GTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGA Caatgagecgggtaaaaatttctt | ‘acZ fusion
S'Liv]-lac ACCTGACGCTTTTTATCGCAACTCTCTACTGTTTCTCCATagagtatgctgctaaagcacg Construction
PBAD-liVJ-
3LivI-lac TAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGAC Ctatgttcatcctgagaatecc lac7 fusion
5’Cm-Pgap- AAGATTATCCGCTTTTTATTTTTTCACTTTACCTCCCCTCCgtgtaggctggagetgct Construction
phoPQ CmR-Pap-
3’Cm-Pgap-  GCATTTTTATTTCTCCCTGTCTTAATTATTAAAATAGTGTatggagaaacagtagagagt phoPQ allele
phoPQ
Plasmid construction
pBR-for ggaaaacgttcttcggggocg
5’Hind-MicA- | cgtacaagcttatcgatgataagctgtcaaacatgagaattccacgectgacagaaaagaaaaagge
tet
GevBmutR1for | gocttacggttgtgatgttgacaacatgtgtttgcaattggtctgegattc
GevBmutRIrev | gaatcgcagaccaattgcaaacacatgttgtcaacatcacaaccgtaagec




GevBmutR3for | ttttcacttcctgtacatttaccgacagtgtccatagtgattaatgtage

GevBmutR3rev | gctacattaatcactatggacactgteggtaaatgtacaggaagtgaaaa

IProbes for Northern-Blot

MgrR-probe 5’Bio-cagtaaaccggcggtgaatgettgcatggatagatttgtg

ompT-probe 5’Bio-gccgatatcatctctgaatccctectcagaactgtagatatagg

SsrA-probe 5’Bio-cgccactaacaaactagcctgattaagttttaacgcttca

GcevB-probe 5’Bio-cacaaccgtaagccaaaagttcaccagaacacgcattccg

phoP-probe 5’Bio-gcatcttctgegtcatcgacctgatgaccageatcctgaatce

l[n vitro experiments

5'T7MicA taatacgactcactataggaaagacgcgcatttg
5’T7MicAmut | taatacgactcactataggaaagagcgccatttg
3’T7MicA aaaaggccactcgtgagtgg

5’T7GevB taatacgactcactataggacttcctgagccggaacg
3’T7GcevB ggtaaaaaaaagcaccgcaattaggegg

5 T7phoP taatacgactcactataggacactattttaataattaagacaggg
3’T7phoP cgtctggcaatccgagatc

phoP-Cy5- 5'Cy5-ccagcatcctgaatctgaac

probe#1

phoP-Cy5- 5'Cy5-cttctttggcatcttctgeg

probe#2

Nts in upper cases correspond to homology regions for recombineering
Underlined nts indicate restriction sites used for cloning or T7 promoter sequence, and bold nts mutations



